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Project Overview

Project Name H11-Vil1-iCre-ployA

Project type Cas9-KI

Strain background C57BL/6J
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Knockin strategy
The Vil1-iCre-ployA fragment was inserted into H11 site of mice and the schematic diagram is as follows:
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Mouse Vil1 Promoter[1]

The locus contains an upstream untranslated exon (UTR) and a 5.6-kb region corresponding to intron 1. 
The start codon for protein translation is located in exon 1.
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Mouse Vil1 Promoter
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Mouse Vil1 Promoter Sequence(~13.0kb)

CATGGTACTCTGCCTACCTCAGCCTTCCAAGATCCTTGGGATTACAAGCATGTACCACCATGTCCAGTGAAAGTGCTGCCCTGCCCCCACCCCCATTTTAATAGGCATAGGGTACAACCGAGGGACCATAAGCAGGAGAGGGGTGTGAAACTACCTACCAATTGCACACTGGAGACTGAGGGAGATGGGCACACACCTGTCACCTGGAGTTTGGAAACTAAACAGAAAACAGAAGACTGGACTGGGAGAACACAGCCCCAGT
CCTGGAGATGAGGAAAGGGCCCGACCTGGGGCAATGGCAGAGTGAAGAGGGAGGCCTGGAAGATGCCTGTGGAAGGAGATAAAATGAACAGGGCAGGAAGTGAGGTTGATCGCTTCTGGGCAGGGGTGGAGGAGGAGGGGAGCGAGTCTGCATCACTTTAGGGGATGCTTAGGGATACAGCCAGTAAAAATACCTCTAACTGGTCCTGGGATAGAGCAGATTTCTCTTATTTCTCCCCGTCCCCTTCTCTTTCTGTCAGAAA
CAGACATTCAGTACAACCCTGCTGACGGTAGTGTAATAGTGTAAACTGGTAAAAGCCTGGGAGAATGAGCTAACAATATCAGAGAAAGCATGTCTTTTTAGAAATTACTTATTTGATTTTTATTTTATGTGCATTGATTTTTTTTTTGTTTGTTTGTTTTTATTTTTGTTTTTCCGAGACAGGATTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGACTTCGAACTCAGAAATCCGCCTGCCTCTGCCTC
CCAAGTGATGGGATTAAAGGCATGAGCCACCACTGCCTGGCTGTGCATTGATGTTTTACCTCTATGTGTGTATGTGTGAGGGTGTCAGCTCCACTGGAACTGGAGTTACAGACAGTTGTGAGCTATCGTGTGGGTGCTGGGAATTGAACTCAGGTCCTCTGGAAGAGCACTTAACCACTGAGCAATCTCTCCAGCCCCTGTATGTCTTTTTTTTTTTTTAATTAATTGATTTAGTGTGTGCGTGCTCAAGTGCACATGTGAAGGGTT
CAGAGGGTGTCTTGAAGGAGTTCTCTCCTGCTAGGTAAGTGTCAGGGATTGAACTTGGGTCCTTGGGCTTGTCAACAAAGTCTTACCCACTAAGCCATCTCACCAAACCTGGTTTGGGCTTTTTGTTTGGTTGCTTTTTGAGACAGGGTCTCACAATGTAGCCTTGGCTGGCCTCATATGTACTCTGTAGGCAAAAATGACCTTGGACGTAATAGCTTTATTTATTTGAAAAAATTACGTATATGAATGTTTTGCCTATATGTATGTA
TACCACATGTATGCTGTGTCTGTAGAGGCCAGAAGAGGGTGTTAAAGCCCCTAGAATTGGAGTTATAGATGGTTCTGAGCCTTCCTGTGGATGCTAGGAGCCAAACCCAGGACTTCTGCAAGAGCAGCAAGTACTCTTCACCTCTGCGCCGTCTCTCCAGCCCTGCCTGGCTCTTGCTTCCCTGCCTGGCTCTTGCTTCCTCCCCACGTGCAGCGAGGTCCAGTTTATATCATTTGATGGGAATTGGACTTTATGGCTGGTGGCACT
GTACTAGCTGGGTGACATTGGCAGCCCCAACTTTGAACCTCTGCTTTTCTGGCTTCTATCATACCCATGTGCTGGTGTTACAGGTGTGCTCCACCACAATAGGCTGAAAAATGGTTTGGTTTGGTTTTTTACCATATAGGTCAATTTGCATCGGAACAATCCTACTTGTAAGTATTTGCCCTGTGGATGAAATGTATTCTATTTGTAACTTGCTACATGTAAGGGTACTGATTGCATCACTGTTTATGATAGCTCAAGTATTTATAAC
AGTTCAAGGATTTATAATAAACACTTGAAGCAACCTGTGTTGCCCAGCAAGGGACTAGTTAAGTAGACCTTAGTCCTTAGTATAGCTACACCAGAGAGTTCTTTTTGTTTGTTTGTTTTTGTTTTGTTTTGTTTGGTTTGGTTTGGTTTTTCGAGACAGGGTTTCTCTGTATAGTCCTGACTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTCGAACTCAGAAATCCGCCTGCCTCTGCCTCCTGAGTGCTGGGATTAAAAGTG
TGTGCCACCACTGCCCAGCCAGAGAGTTCTTTTTCTTTCTTTTTTTCTTTTTTTTTTTTTTTTTTGCATTTAGCAGAAAGGAAGGAAGGAAGGGAGGAAGAAAAGAAAGAATAGGTCTGAGGGAGGAGTTAGTTCAGTAGCTAACTTCTGTACACAAACCTCTGCGTTTAATCATCAGCCCTGCAAATTTTTAAAAATTAACTCCAAAAGGACAATTGCTAAAGAAGTAGAAAGTGAGAAATCAAAGGACTTGTGTGTTGGCGACA
AACTATCTTGACTGGTGACTTCTATCTGAGATGAGGTCTCCCATGTTACCCAGGCTTGGCCTAGCGCTCAAATAATCTCCCTGCCTCAGCTATCTGAGTGGCCGGGAGCACAGGAGCACCCTGGACCCCAGGATGATCCCTAGCTATCAGTGGGAAGCCTGCCACTGAGAGCCTAGCAATATGGCTTATGCCAGAATAACTTGTCACTGGAGTGTCCTCTGGTGCCGTTCACGGTCATCACCTTTGAGCCTGTGCTGAGCGAGTA
GACTCATACAGGGACCAGCGGTATCAGTACTCCCGAGGACCTTGTTAGCGATCTAGAACCTCTGGCCCCACCCAGATCTACTGGATTAGTATCTCAGCTTACAAAGATTCCCTGGTGATCCTAAATGATGGTTTCCTGTGAGAACACCGGACACTAAAGTATTTCTGAAGAAACTGTTAATTGGAATCTGCTTTAGGCTTTTCTTAAATGGTAGGAGAAGCCGGGCAGTGGTGGCACATGCCTTTAATCGCAGCACTCAGGAGGC
AGAGGCAGGCAGATTTCTGAGTTCAAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGGGCTATACAGAGAAACCCTGTCTCAGAAAACAAAACAAAACAAAACAAACAAACAAACAAACAAAAAACCCCCACAGAAATGGTAGGAGAACAAACAAAATAATATAATGCCTAAACCTCAATGTTTGCTGCTGTTGCTGTGACAGGATCTCCTATAGCTCAAGCTGGCCTTGAACTCACTATGCAGCTGACGAGG
ACTGCCTTGGATTTCTGATTTTTCTGCTTCCACCTCCCAAGTGCTAAGACTACAGGCATGTTCCACCACACCCAATGTAAGGGCATAGCATTTATGTCTTTAAAGCAAGCCAGAACAGGCTTCATGGCTGACACACGAGGACTGTGAGTTCAAAGTCAGCCCTCAAACTGAGTGAGATTCTGTCTTTATAATATAATAAATAAATTTGAATTTCGACCCTGGGGGGGAGCATTAGTAGGGTTTGTGGGGGTAGCTCATTTAATAGA
GTGCTTGCCTAGCATGCATAGAACTGTTCAATGCCAGCACCTTCTAAAGAAAATAGGTTTGCTGGGCAGTGGTGGCGCACACCTTTAATCCCAGCACTTGGTAGGCAGAGGCAGGTGGATTTCTGAGTTCGAGGCTACCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGGCTATACAGAGAAACCCTGTCTCAGAAAAACAAAAATCAACAACAACAACAAAAGAAAGAGAGAGAGAGGGAGGGAGGGAGGGAGGGAG
AGAGGGAGGAAGAAAAGAAAGAGAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGATAGATAGATAGATAGATAGATAGATAGATCTGGTGCACCAAGGACACTGTGGTCCCAGCACTGGGGAGGTGGAGGGAGGAGGGTCAGAAGTTTAAGGTCATCCTT
GGTTACATAGCAAGGTTTCAGCCAGCTTCAGCTACATGAAACCTTTGTTTGTTTGTTTGTTTGTTTTAAAGCATTAATAAATAATACCATAAGGAGGTTGGCAGTGGTGGCAGACACCTTTAATTCCAGTATTCAGGAGGCAGAAGCAGGCAGATCTCTGTGAGTTCGAAGTCAGCCTAGTCTGCAAAGCTAGTTCCAGGATGGCAAGGGCTACACAGAGAAACCTTGTCTCATAAAACCAAAGTAGTAGTAGTAGTAGTAATGC
CATAGAGAAAATTGGAGTCCATTCAGGATGGACCATCCTATAAGATGATTCTCTTGACCCAGGTAAGCTAATGTCATGGGGAAAGGGGATGGGACTGTCCTAGATTAAAAAGTGCTGAGGCGATGCCTATTCTCGATTTGATTCCATATGAAAAGGCTGATAAGGCCCAAGAGAAGTGGAACTGGGACTCTGGACTGAAGACGTGACGGCCTTATAAACACTGGCACTTATAAACACTTATAAACACTGGCACAGGCGTTCAG
GTTTGAAGATCACTTTCAAACCACAGAACAGAAAGTGCTCGCTCGTCCTCAGCGTAGCGAGCACTGGCTGCAGAAGAGTGATATTTAGTGAAAGCTACCTTCACAATATCTTTGCACTTATCACATACACGTGTCAAATGTGCTAACTCCCTAGTCCACAGATGGCTGTTACACTCGTTTCTGCTTTCCCATCTGGTTGACATTTGTCAGAACCAGAAATTAGAAATGTGGGTATTTATTTGTGTGCTGAGGACACCATCCAGGGC
TTTTCACATTTCAGGCACATGGTTTACTAACTGGGCTACTTCTCCAACGGTTTGAAACCATTTGTTTTATATTTACTTATTTTGTGTGCATGAGGTAGGCATGTATACGTATGTATAGGAGTCATGCATGTGGCTGCTACCCTCAAAATCATTGCAGATCCCCAGCAAGTGAAGTCACCGAGCGTTGTAAGTTGTTATGTGGGACTGGGAGCCAAGGCTGGGTTCTCTGCAAGAGCAGCCAGTGGCCTTAACCATGGGACCAGCTC
TCTAGGCCTAAGGTAATCTTTAGTTTTTTAAAAATATATATTCTCAGCCGGGTGTGGTGGCACACGCCTTTAATCCCAGCACTTGAGAGGCTGAGGTGTAGGAATTATACACACAGGCCAGCTGGGGTGCAGAGCTTGGCCCTGTTTTTTTTGTTTTTTCTTTATGTGCACTGGTGTCTTACCTGCGTGTATGTCCGTGCAAGGGTGTCAGATCCCTTGGAGCTGGAGTTAAAGACAGTTGTGATCACGCTGCCGTTACAGATGCTG
GAAATTGAACCCAGGTGTCCCTAGAGAAGCAGCCAGTGCTCTTAACTTCTGAGCCACCCCTCCAACCCTGCTTTTAGAGACTCTTAACCTTTTGTGTAATGTGGGAACTGAGTGGATCTTGCACTTACCAAGTGTGTGCTGCGCTGTAGCATCACTGAGCCCGTACCCACACGACTAGTGGATACAGTTTAAGGGCAAACACTTAACAATGACAATAGTTGGATAGAGTTTGAATATAGTCCTGAGCTATTGGTTAGCGTGACCTT
TGCTGTCCTTAGCATGTGCTGTGAGAAGATAGAAAAATGAAGACTTGAGTCTAGTCCTGGAACCCACAGAGGCAGGCGAGAACCCACTCCTGAAAGTTGTTCTCTGAGCTTCACATACAACTTCACATAATAGTTACAATGATAATAATAATTAGTAAATTCTTTTAGAAGGTATATGTTGGGAGGGAGAGATGGCTCAGCTTCCAGGAGCACTTGCTGCTCTTGCAGAGGACCTAGATTCAGTTCCCAGGACTCATATGGTGGC
TCACAGCCATCTGTAAATCCAGTTCCAGAGGGTTCCACACCCTCTTCTGGCCTCCACAGGCACCACATACATAGTACACAGACATACATGCAGGCAAAACACCCATACACACATAAATAAATAAGGAAACTTAAAAGGTGCATGTGTTGGTAAACATTGTGCTTACACATGCTGGTTGAAGACATGTACAACGCACACACTGAAGAGGGATCTGGGGCTGGAGAGATGGCTCAGCGGTTAAGAGCACTGACTGCTCTTCCGAA
GGAAGGTCCTGAGTTCAAATCCTAGCAACCACATGGTGGCTCACAACCATCCATAATGAGATCTGACACCCTCTTCTGGTGCATCTGAAGACAGCTGCAGAGCTACAGTGTACTTAGATATACTAATAAATAAATCTTTTTTTAAAAAAATGAAGAGGGATCTGAGACACCTCAAAAGAGATTATGAGCAGTGACTCACGGGTGATTATCTATCCTGGAGTTTTTCCTTTCCGCTTGGCTTGCAACTGGGTGGACAGACGCCCCT
TTTCATTCACAAGAACGGGTGCTACATTATTTCTGAACAAAACAGCACCTGCAGTATGTTTACTGTCCTTGCTGACTATGAGCACGCGCACGCGCGCGCGCACACACACACACACACACACACACACACACACACACACACACACACATTCAGTCTCCAGAGCTCTTGGGAAGGTCAAGAAGAGGCTGCCCTCAAACACGATCTTCATCTTTCCCTCCTAAAGGAGACCACGATTCCAAGGTGGCAGAAGATCTACAGGGGGC
AGAGGCAGGGAGGGGGAAGCAGGCCATGGTTTCCAGAGACCTACAGCAGAGGGCAGCAAGGCAGATCCCCAGGTCCAGGGCAGGGAGGTGGAGGCCCTTGTTCCGAGGAGAAGGCAGGCGGCAGAACAGGGTTCAAAGGCACAGGTTTATGGCAGCTCATAAAAGTGGAGGTCGTGGCTCACTCAGAAAGGAGGAAGAAGGGAAAGGCCCTTGTGCCCACTGAGCGAGGGTCATGCTGAGTAGGAGAGATCTGCAGGGG
TGCCAGGAGCCCCACCTGTCTGTCCCAAGGGAACCCCAAGTGTGAACTCTGGCCTTGGGTGCTGAGTTCCAGCTACAAGACCCCAGGAGTCCTACTCCATCCCCATCCAGTGCCCCCTCGCCCCGCCACACCCCACCCCCGACTCCCGTGCCACTTCTCTAGGGCTGGAGGGTGGCCAGCCCTGGTGGGGGTTGCCTACCTGCAGGTAGAGCCCAGGTCCTAGCCGGAAGTGCACCCCATCCCTGAAGCTGCAGAGCCAAGGGC
GGGGCACACGGCAGCTCAGGCTGTCAGGCTGTTGCTGGGCTCTAGGTTCCCAGGGACCTGGGCACCTACTTCCCCACCCCCCCATCCATTCTCTCTGGGGCCCTATCTTCCCTTATATGGTGAAGGAAGTTCCTGGGGGGGGGGTGGTGGTGAGGACAAAGGTCGTTCGGTCTCCTGCAGCCAGCTTGCCACAACTTCCTAAGATCTCCCAGGTGGTGGCTGCCTCTTCCAGACAGGTAAGGCAATTGGGTGGGGACACATGGTG
ACCACAGGTGGTTGGAGGGGACAGGGTCCTTGCTTCTCTCTGGCAGCCTGTGCTTTCTGTAGCACCTTGGTATAAGTTTGGGGGTGAGGTAAGGTGCTCTGAAACTCTGAAAGAAGCAAGAAGCCAGCAGGCTGTCTTGGGCCTTCAATGAAGGAAGTTCACAGACCCCCTTTCCTGTAAGTCACCTTCGCTTCATCTGTGTAGATTCCCTGGGACCAAGGTGGCTCCTGGGACTCAGATTTCTACAATTAAAATCAGGACAGTC
CTGAGACTTGGACTCCGTGCCTGTATTTACTACTTCTCTCTGGCTGCTCATTTCTGTGTTCATGTCTTACACATCTGAAATGGTTTCTTTGTGTCACCATTCCCCTGACACTCCTGGGAGGTCGTATCCTTGGCACATGTATCCTGGGATGTAAGCTGCAGCCACCAGGAGAGAGGGGGAGAGTCAGGAGCTGTGTCCTAGGCCCTATTAGGCCTGGACATCACCCCTTTCCTAGAAATGGCCCCTCCATTTTTCGGTTACCATGATC
TATTTTATATCAGAGTGGGCAGTGAAAGCCAAACCTGCCCAGAAGTTTGGGACTCACTCAGACCAAGGTTATCTGCTCAGAAATCCCCCTGTCACTTGAGGTTGGGAGAATCTGCCTCTGGGGGCTTCCAGGTCTTGGTTAGCAGGAGGGTATCCTTTGTATAGGGCATGACCTAGTCTATGGTGTTACTACATTCCTGTCCAGTTAAAAGCTGGAACTAAAACCCACGGCAGCGCCCAGGATTCTCTACAGTTGTACCCCAAGA
ACAACAAGACAGTAGATATGCAAGGATAGGTAGCTGGGGAGAAGAAGAACTTAAACCCCCCCAAAGGCCCACAGGTTCCGTTCCCTAGTTCACAATGCCAGTATGAGTGCTAGCTACTATGGGCTGTGAGTTGGTAGCTACAAGCATGAGTGATGTTCATGTGTGTAGTGTGTATAATCTGAGCACTTGGGAGGCTGAAGCAGGAGGATTGCTATATGTTTGAGGCCAGCCTGAGCTATAGAGCGAGACTTTGTCTTTAAGAA
AAAAATGAAAGCCCAGCAGTGGTGGCACACGCCTTTAATCCCAGCACTTGGGAGGCAGAAGCAGGCAGATTTCTGAGTTCAAGGCCAGCCTGGTCTATAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTTTTGAAAAACCAGAAAAACAAAACAAAACAAAACAAAACAAAACCCAAACCCAAACCCAAACCTCTCATCTCTCATCTCTCTAGGCTGTGTCTGTCTAGGTGGTAGAGTTTGGGGACTTC
AGACTTATATATAAATAGGCCTTTTTATCACTGGTCAGAGACGAGAAAGGTTTCAGTCTGGGACACAGTGGGACCCTGAGAAAGTACTCCTTGCCAGCCCAAAAATTCTGGGAAGGCTTCCTGGAGGAAGTGTGTCCCGATTGAGTCTGGAAGAATATGAAGGAAGTGGGAAAGCCAAGGCAGAAGCAGCCTGGGTGTAAAGGCAGCAGTCAGACTACTGTTCTAGAAGGCAGAAGAGAGGGTTGGAAGAATGTTGGTGGAC
AGACAGTTGGAACAGAAGGACAGGAGGGGGAGGCATCCAAGATTCTGAACATGTAGCTGACTTTTGGTTCTCTGGGTGACAAGTGTCCCCCAGGGATAGGGCTGTAGAAAGGGGACCAGGGGTGAGCCAATGAGTTCAAGTTGAGGGACACATCCAGCCCAGGGTCCTTGCTGGCAAGCTAAAGAATGAGAGCCCTCTAACCCTCCCTGAAGTTTAGGGGAGACAGGAGAGCTGAGGAGATCCTTCTAGGGTGAAGGAGAG
GTATCTGCTCTGACCAACATGGCTAGGAGCAGAAGCAGTTGGACCAGTTACCCCTCAGAACCAGCCATCCCCTCTTGGCTCTAAGGAGGCTGGGCCCCTTTCTGTTTAAGAATCTTACTTTTCTTCAGAGAGAGGCAGCAAGCCTTTGTCCCCTCCCTGTTGGTCAATAAACACCCCTGTGTGTAACATTAGTTTATTTTACTGTCAGTTTGCTCCAGGACAGTCCATCTGGTAGACCTCTGCTCCTAACTCACCAAGGTATGGCCC
ACATTCCTCACCCAGAAGAGTGCAGAAGAGAGCCTTAGAGAAAGGGTAACAGTAACAAAGATGGCCAGAATAAAACAAAAACTACTATCCTTTGTACCCAAATTGGTTTTGCTGAACCAGGAGGGGGTGTGTGAGTGTATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCTTGGGGGACTTTTCATGCTAAAGAATATCTGATATTGGCGCCCATGCCAACAGGGGTATTGGGGAGAGTCA
GGCTTCTGCAAACACAGTAAGCTGCCCAAGATGGATTGGTGGCCTGAATCACCAAGGGGCAGGCTGATCAGAGTGGACAGAACATCACAAGATAAGCCACCCTGTGGGGCTCAGAAGAGGGAGTTTACAAGAGGTAAAGGCCAAGCCATTTATTATCCAAGACATGACTCAAAATCAAAGTGCAAGGAGAGATTAGCTGGAGAGATGGGGCTGTCAGTGTGGGACACCTGACCTTGCACTTATTAGTCACTAGGCCAAGGA
GCAGTCACAGAGGGTGACTGGGTCCTACTCAGCTTGGAGCAGGCACGTGGAGAATGGGTGACCTCCATCCTGATGGAGAGGGCTGAGCACCACCAGGTACAAGTGTTCCCTGTGTCTCATGCCAGGATTCCTGGCCAGTTTTCAAAGGACTAAGGACTCATCTCTGGTGGAAACAAAGTATCCAAGCCCTAAGCCCCATTTTGGTCTAATTAAATCAGAACCCCTGGGGATGCAGGCTCTGAGCAGCAGGAGCTTTTTAAAAAG
CTCCCAGGTGATTCTGATCAGCAGCTGGAACAAACACAGCTACAGGTTCAAACAGAAAGAGGCAAAGCTAGGGAAAGCTTGGGATGGGGAGCCTTCTTCCAGGCCAGTAGATGGAGGCTGGTTAGCAGTGGTGGCAGCTTCTCTCTGCCTGTCATATAGCTATCCATCCACTCATCCATCCATACACCCACCCATCCATTTATGCACCCATCCTTCCATCCATCCATCTATCCAGCTACCCACCCACGCATCCATCCAAACCTTC
CTTTTCTCCTTCTTTCTTTCTTTTTTCCTTCACTCATTCATTTATCCAACAGAGAACTGGTATTGTACTAAATGTGGGAGATTTAATTAATTTTTAGAAGCTCTGTTGATTGACTGATTGTGCATGTATGTGGACAGGTACATACCACAGCACACGTGTGGCAATCGGAGAAAGGTTTTGGGTGTTGTTTTCTCTTCCCACCGTGTGGGTTCTGGGGATTGAACTCAAATTATCGGGCTGGTGGCAAGTGTCTTTACCACCGAGCCATT
TTGCTGACACATCATTATTATTAGAAAGCATCTTATGTAGTCCAGGCTGGCCTCAAGCTTGCTATGTCGCCACGGATGACCTTTAACTCCTGCTCTTCCAGCCTCCACCCGAGTGCTAGGTTTACAGGTGTTCAACACCACACCCAATTTAATGCTCAGGATTTTGTACTGAGCAGGCAGAAATCTGGGCAACAGCTGGGCATGGTGGTGAATGCCTTTAATCCCAGCACTCTGTGGGGGGGGGGGGGGAGGCGGATCCCTGAGT
TGGAGGCCAGTTTGGTCTACAGAGTTTCAGGATACCTGGGGCTATACAGGGAAACCCTATCCCAAACAAACAAACAAACAAACAAAAAATATTCTGTGCAATAATCACAGAGATTAGAGGATATTAGTAGGGTAGTAGGGCTGGTGAGGGAGAGTCATGCTTTCTTTTGTATTATAATAGTAAAGTACTCACAAGATGCATTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTACCTACCTACCT
ACCTATCCATCCATCCATCTATCGTATAGCCCAGGCTGCTTTGACTCTGAATGCTCCTATTTCTGGGTCAACTCTTCACCCCTAGTGTTGGGTTTACCAACACCCAGACATTTATTTTATTTTGTTTTATTTTATTAATCTAGGAGCTCAGGGTGGGACTCAGGGTCTTGTGCATGCTAAGCAAGCTCTCTGCCACAGAGCTGCAGCTCCAGTCCCCATTTTGTTCAGGTGACTCTGTGACAGTTGTCATATTCGCAGCGCTATGTAGC
TCTCTCCACCTCCCAGTTCCAGCACTTTCTGGTCATCCCAGTGGGCGGGCAACTCTGTGCTCACCAGTGCCCTGTTCCCTGTCTTCAGACCTACATATTTGCCTGTCTGAACAGTTCATGTAAATGGGATGCGTTCCTGTGTATTCTTTTATGGCTGGCCCCTTTATCTTAGCACAGTTTGTGTTGGGCCATGTGTCACTGCTATACTCTATCTTATCATCATCTTATGGCTTAATAGTGTTCCTTTGTGTGGATAAACCACTTTCTGTT
TCATTTACTGATGGAAATTTGTGGCCCCACCCCCACCCTTTTTTTTTTTATTTGAGACAAGGTCTTTCTGTGTAATCTTGCAATCTTGGCTGTCCTGAGCTCACTCTGTAGACCAGGCTGTGAGGCTGTCCTTCCACTTTTGACACTCCTGTGAACAGAGTAGCCATGAACTTCAAAGACAATTTTCTGTTTTGGTTTGTTTTTTACATTTGTGTGTGTATGCGTGTATATGTGCATGTTTGTGTCTTCAGGTGCTCACATGTGTGTACC
TGTGTGTGGGACAGAGAACAAACCGATGTGCCATTCCTCAGATACTACGCATCTTGTTAATATGTATGTATTATGTATGTTTATTTAGTGTGCCCAAGTATGCAGGTATTTTGTTGGAGTTTTCACCTTCCCTTGTGGGCTCTCCGCATTAAACTCAGCTCCTCGGGCTAGTGAGCAATGCCTTCACTCGATGAGCCATCTCGCTGCCCCTGCTGCCACCTCCTCCTTATTTCCCAGATGGGACTACGCACTGCACTGGCCTAAAGCT
CACCAAGTCATCCAGAGTGGCTAGCCAGGGAGACTCAGGGATATGCTGGCCTCTGCCTCCACAGTGCTAGAATTACAGGCATACATCACTGCTGGAAGATTTTTAACCTGAATCCTGAGGATAGAGCAGGCACTCTACCAATGGAGGGTTCTTTTTGTGTTTGGTTTGGTTTCCTCTGCATAAGATCAGGCAGTCTGAAATAGTGTAGCCTGGGCTACATAACATCTTGTCTCAAAAAGCCTATAGAGGTAGGGAGGTCGAGGCT
AAAGAAGAGCCTTAAGCCGGCTGTGATAGCACACAGGATAGCCTGCACTATATAGCAAGACCTTGTTTCAAAAACATGGAGGGAGGGGTATGTTTTAAGTGCTGGGCTGTGTAACAGGCACTAAGGGAGCCAATGTAGACATTTGACTAAGAAAGGATCATCATCAAAGCCGGGTGGGCAGGGTAGAGGTTGGACTACAGTGGTCAAGACCCCCATAGGAAGCCAGTTTCCCTTCTTCCTCTGGGCCTCAAGCCTGGCTCGAC
GGCCACTGCTCTCACATGCCTTCTCCTCTAGGCTCGTCCACC
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 Technical routes

Ø H11, located on mouse chromosome 11, is a safe site for foreign gene insertion. The foreign gene integrated 

into this site can be expressed stably and efficiently without destroying the function of endogenous gene.

Ø In this study, the Vil1-iCre-ployA gene fragment was inserted into H11 site of mice by CRISPR/Cas9 

technology. The brief process is as follows: the donor vector and sgRNA were constructed in vitro, 

Cas9,donor and sgRNA were microinjected into the fertilized eggs of C57BL/6J mice, and F0 generation 

mice were obtained. The F0 positive mice were mated with C57BL/6J mice by PCR, sequencing and 

southern blot, then the stable inheritance of F1 positive mice model was obtained.
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Notice

Ø H11 is located on Chr11. Please take the loci in consideration when breeding the Knock-in mice with other gene modified 

(e.g., iCre) strains, if the other gene is also on Chr11, it may be extremely hard to get double gene positive homozygotes.

Ø The scheme is designed according to the genetic information in the existing database. Due to the complex process of gene 

transcription and translation, it cannot be predicted completely at the present technology level.
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Mouse Vil1 Gene information （NCBI）
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Reference

[1] Madison BB, Dunbar L, Qiao XT, Braunstein K, Braunstein E, Gumucio DL.cis Elements of the Villin Gene Control 

Expression in Restricted Domains of the Vertical (Crypt) and Horizontal (Duodenum, Cecum) Axes of the Intestine. J Biol 

Chem. 2002 Sep 6;277(36):33275-83. Epub 2002 Jun 13.



If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534


