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Project Overview

Project Name H11-Ctsk-iCre-ployA

Project type Cas9-KI (H11)

Strain background C57BL/6J
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Knockin strategy
The Ctsk-iCre-ployA fragment was inserted into H11 site of mice and the schematic diagram is as follows:
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 Technical routes

Ø H11, located on mouse chromosome 11, is a safe site for foreign gene insertion. The foreign gene integrated 

into this site can be expressed stably and efficiently without destroying the function of endogenous gene.

Ø In this study, the Ctsk-iCre-ployA gene fragment was inserted into H11 site of mice by CRISPR/Cas9 

technology. The brief process is as follows: the donor vector and sgRNA were constructed in vitro, 

Cas9,donor and sgRNA were microinjected into the fertilized eggs of C57BL/6J mice, and F0 generation 

mice were obtained. The F0 positive mice were mated with C57BL/6J mice by PCR, sequencing and 

southern blot, then the stable inheritance of F1 positive mice model was obtained.
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Notice

Ø H11 is located on Chr11. Please take the loci in consideration when breeding the Knock-in mice with other gene modified 

(e.g., iCre) strains, if the other gene is also on Chr11, it may be extremely hard to get double gene positive homozygotes.

Ø According to the existing data, Cre-mediated recombination is expressed in osteoclasts and can be detected at E17.5 days 

of embryonic phase.

Ø The scheme is designed according to the genetic information in the existing database. Due to the complex process of gene 

transcription and translation, it cannot be predicted completely at the present technology level.
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Mouse Ctsk Gene information （NCBI）
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Transcript information（Ensembl）
The gene has 1 transcript, and the transcript is shown below:

The strategy is based on the design of Ctsk-201 transcript,The transcription is shown below
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Genomic location distribution
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Protein domain
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Mouse phenotype description(MGI )

According to the existing MGI data, Mice homozygous for disruptions in this gene survive well and are fertile. They have 

osteopetrosis, reduced levels of thyroxine and increased pulmonary fibrosis.

Phenotypes affected by the gene are marked in blue.Data quoted from MGI 
database(http://www.informatics.jax.org/marker/MGI:107823) .
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iCre Sequence[1]（1056bp）
ATGGTGCCCAAGAAGAAGAGGAAAGTCTCCAACCTGCTGACTGTGCACCAAAACCTGCCTGCCCTCCCTGTGGATGCCACCTCTGATGAAGTCAGGAAGA
ACCTGATGGACATGTTCAGGGACAGGCAGGCCTTCTCTGAACACACCTGGAAGATGCTCCTGTCTGTGTGCAGATCCTGGGCTGCCTGGTGCAAGCTGAA
CAACAGGAAATGGTTCCCTGCTGAACCTGAGGATGTGAGGGACTACCTCCTGTACCTGCAAGCCAGAGGCCTGGCTGTGAAGACCATCCAACAGCACCTG
GGCCAGCTCAACATGCTGCACAGGAGATCTGGCCTGCCTCGCCCTTCTGACTCCAATGCTGTGTCCCTGGTGATGAGGAGAATCAGAAAGGAGAATGTGG
ATGCTGGGGAGAGAGCCAAGCAGGCCCTGGCCTTTGAACGCACTGACTTTGACCAAGTCAGATCCCTGATGGAGAACTCTGACAGATGCCAGGACATCAG
GAACCTGGCCTTCCTGGGCATTGCCTACAACACCCTGCTGCGCATTGCCGAAATTGCCAGAATCAGAGTGAAGGACATCTCCCGCACCGATGGTGGGAGA
ATGCTGATCCACATTGGCAGGACCAAGACCCTGGTGTCCACAGCTGGTGTGGAGAAGGCCCTGTCCCTGGGGGTTACCAAGCTGGTGGAGAGATGGATCT
CTGTGTCTGGTGTGGCTGATGACCCCAACAACTACCTGTTCTGCCGGGTCAGAAAGAATGGTGTGGCTGCCCCTTCTGCCACCTCCCAACTGTCCACCCG
GGCCCTGGAAGGGATCTTTGAGGCCACCCACCGCCTGATCTATGGTGCCAAGGATGACTCTGGGCAGAGATACCTGGCCTGGTCTGGCCACTCTGCCAGA
GTGGGTGCTGCCAGGGACATGGCCAGGGCTGGTGTGTCCATCCCTGAAATCATGCAGGCTGGTGGCTGGACCAATGTGAACATTGTGATGAACTACATCA
GAAACCTGGACTCTGAGACTGGGGCCATGGTGAGGCTGCTCGAGGATGGGGACTGA
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Mouse Ctsk Promoter Sequence [2]

TCGTGTACCCACCTGATCCTGACACATCAGGAGTAGTCAGTAGACTACTGCTCACACTGTCTGGGAGTGGGGGTTGTCTCATCTCACAGAAGTTGCTGGGGAGTGTTCTTGGATTTGAAGCCACTATGGGGCATCCTGATGTCTTTCCCC
AGTGTGTTCTCCCAGTTAAAAGGAGATGAAGGGATTGTGAGCTTTAAACAGTTCAGATGTGGATCTGGGCTCTCTCTACTCAGGTGGTACATTGAGATCCTGGGGTCTAGAAATCCTGGGGTCTGTGCCAGGAATCCAGCTAGGAACTGA
ATCTATATTTGTGGTAATATCCTTTGTGCTTCACAGTCCCTCATTTCCTAATTCCTCACATGTGTTTATGGAAGTAAATGGAGTTTAGGGTGTGGTTGGCCAAGTCAGACTCTTATGATCTGTCACATGCCTGGATTTTGGGGAAGCGCT
TGGAGACTCTTGTAACTGGACCTAGTTTGGGATTTTAATGATTGAGATGCAGTACTCATCAGACATTCTACCACCCGAGAGTCTAGCAGTAGAGTCCCACGTGTATCCATTAATGTAGATTCAAGTGTTGTAAATAATTAGGTGCTACAT
TGGGTCAGTTGTCTTTCCTTACTGTCATGTTGGGTGTTGATCCTTGGGCCTCATAATGTTAGGAAAGCCCACCACCGCTGAGTCATGTTCCTCAACCCTCTTTTAGCTTTTTGTAAATTACTTTTATCCTCCATTTAAGCAACTAGAATC
TTTTTGTAAAGTTTATGTATATGAGTACACTATCTCTGTCTTCAGACACACCAGAAGAGGGTATCAGATCCCATTACAGATGGTTTTGAGCCACCATGTGGTTGCTGGGAATTGAACTTAGGACCTCTGGAAGAATAGGCAGTGCTTTTA
ACTGCTGAGCCATCTCCCTGGCCCTGTAGGGCATTTCTTAGTGGTTGATGGGAGAGAGCCCAGCTCACTGTGGATGGTGCCATTCCTGGGCTGGTGCCCCAGCCGTTGTTATTTTTAGACAGGTCTCACTAAATTGCCTAGAGTAGGTTG
ACCTTGAAAGTAAGTTCTTACTTAGAGACGTCTCACTGTATGGCTCTGGCTGACTTTGGACTCACTCTGTAGACTGTTGTGGCATTGACCTCACAGAGAACCATCCACCCCTGCCATCCAGTGTGTATGTTGAGGGGACAGAGGTGTGCC
CATAGCCAGTGATGGCTTTGCTTTAGCTTCCTGAATATCTGGGATTACTGCACTGTCTCACACACGTGACTTTCTGGCCACTTTTGAACCATCTCACCTGGACTTTGTGGGCAGCTCCTCCCTTGATGTACAGCCATAATGGGTTAGAAA
AACTACTCCATGCCCAGAAGCAGTTAATAGCAAACAGTCACAAAACGGTTTTAAATGTTTAAATTAGAGCCTTACATTTCTAGCCTTTCCTCCCCTCTCCCTCACTCCACCCCCATCATCTCAGAAGAGGATCTGACACAACGTTGGAAA
TGGTGCAGAGTAAGGAGGTGGGTCAGAACTAGATGAGTTGAAAAGATGGAAATTGCCAGTCAGACATTTTGAGGAAGAATGGAGACAACTAGGGCTGTGTTCTTAAATCTCCCACCAAAGTCTCAATTTGAATATTGTGCTATCTTATTT
TTGCCCCCCAAAGTCAGTCAGATGAAACTAAACACTTAGCAGCTATCCACACTGGCATATGATACTGTATACACACATTGTGCAAATGTGTGTCCTTCCTCCCTAACCCCTCCTCCTTTTCATCCTATCCCTGACTCCCTCCCTTATCCA
GATTTTCCAGCCACTGCTGGAGTTGACTTCCGCAATCCTTACCGAATAAATCTAGCACCCTTAGTCTTCCGCTCACAGTAGCCACGCTTCCTATCCGAAAAGAGCCTAGCGAACAGATTCTCAACAGCAGGTAACATTTTTAACTTCTGG
ATCTTTTAGCGTCTTGTTCCTACCAATTAACCTTATTTTAAGAAGAGAAAGGATATAATGAATTGGGGATCAAATAATTTAAGTTCCCTGAATAACAACATAATCCTTAGTTTATTTTCTAGCTAAATGTGTATGGAAATCTTTAGGATT
TTCTATGTGAATGAATATGTGGCTGTTGGTATAATCAGAGGAAGAGGATTCTGTAAGCCTGTCTCAAGCGTGGGCTCTTTCTGAGTTCTGTTTAACTTAAGAGTTAACCAACTCCTGGGGAAGAAGAAGAATTCACAGCCACCCGCAAGC
CTGTCACACCCCGGTTACTGGTGCTCTGCTGGGTAGTCTGTTGCTTTGCAAAGAGTAGATGAAATGTCGTCAGTGTTGCACAAGTCATATGATGTGCTGCTGGTGGGAAATGGTTTTTAAACTTAAGAACTTGCAATTAAGCCAACACAA
GAAATTAATGGGGCCAGAGCAGATGCTGAAAAGCTGTGAGCTGTGAACTTAGGTCATTACGGAATACTGTCCTTCCATCTTCCACCTCCATTCGTGTCTGAGGCTTTCACCCTGTAAAGCAGCCACGTCGCTGTTTGGAAAAAAGAAAAG
AGAAAAGAACAGCTACTTACCCGTGACATCTGGTTATGATCAGAGCTGTTTCCTGCCTAAAGGAGAGGAGGTGGAAAGAAAAAAGTGGACAAGGCAAATGAAGATACAGTGAACGTAAATACCATCAAAATGGTCCTGTCCTCTCCTGGC
AAGATCTGGGTGTAGGCAAGGAAGAATACTATGCACAAAGCCTGAAGTGTACTGTAGCTAGAACTCTGGCTCTGTAACCACGCTCACTGTGCTTATTCTGTTTATGTGCACCCTTACCTGGGATACGGGGGTGGGGTGGGGGTGGCATAA
GAGCTGCCGAGCCTTTCCCAGTTACTTCTACGCACTGCGGTTGCCTAAAGTGTGTGCAGTGTTGGTGGAACATACGGGAGTTACAATGATTAAGTCAGATGATCCGGCACCTCCTGAACTTCTGTCTGTTTTATGTGAGAATCACCTGCA
ATTCCTTGTTTTCCATATACAGCCAAGTGTGCCTGTCTCACAGTCAAATGAAGGGATTCTTGGGCATGGCTCACACCTTTAGTCCTGGCACAGGGGAGAGGGGGTAGATCTTTAAATTCAAGGCCCTCTTGATTAACATAGTGAGCTCAA
GGCCAGCAAAGACTTACATAAAAAGACCATGTCTCTGAAATGGCAGAAAGTCTGTGTGTGTATGTGGTGTTCTTTTGAGTTTATGAATCCCTTAGGATTAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTATTTTTCTGGTAGAA
AATTTATTTTTAAAGCTCTTAAAAGGTTAAAACTTTCCTGATAACCTGTCTGCTGCCATTTGAACATCCAAAGCCAACCTGTGAATTTCTGCTAGTGGAAATCTCCCCTAATTATTCCTTCCGCCAGGATGTGGGTGTTCAAGTTTCTGC
TGCTACCCATGGTGAGCTTTGCTCTGTCTC
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