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Nr3c2 Cas9-KO Strategy
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Project Overview @

Project Name Nr3c2
Project type Cas9-KO
Strain background CS57BL/6J
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the Nr3c2 gene. The schematic diagram is as follows:
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Technical routes
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> The Nr3c2 gene has 8 transcripts. According to the structure of Nr3c2 gene, exon3 of Nr3c2-203
(ENSMUST00000109912.7) transcript 1s recommended as the knockout region.The region contains 140bp coding sequence.

Knock out the region will result in disruption of protein function.

> |n this project we use CRISPR/Cas9 technology to modify Nr3c2 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6J mice.Fertilized eggs were
transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating positive FO generation mice with C57BL/6J mice.

IAEREAFEYREERAS GemPharmatech Co., Ltd. 025-5826 5929



Notice
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> According to the existing MGI data,Mice homozygous for a targeted null mutation exhibit weight loss and
symptoms of pseudohypoaldosteronism, and eventually die at around day 10 after birth from renal salt wasting and

dehydration.

> Transcript Nr3c2-206,207 may be unaffected.

> The Nr3c2 gene is located on the Chr8. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Nr3c2 nuclear receptor subfamily 3, group C, member 2 [Mus musculus (house mouse)]

Gene |ID: 110784, updated on 19-Mar-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Mric2 provided by MGI

nuclear receptor subfamily 3, group C, member 2 provided byMG1

MGEMGLES9458

EnsemblENSMUSG00000031618

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

MR, Mir

Broad expression in colon adult (RFKM 12.0), frontal lobe adult (RFKM 3.4) and 20 other tissuesSee more
human all
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Transcript information (Ensembl)
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The gene has 8 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Blotype CcCDs UniProt Flags
Nr3c2-204 | ENSMUSTOO000D1099138 | 5916, SB0aa FProtein coding CCDS40393 | ASKNSO T5L'5 GENCODE basic APPRIS P2
Nr3c2-203 | ENSMUSTOO0000109912.7 | 56675 | SBOaa Protein coding CCDS40393 | A3KNSO T5L1 GENCODE basic APPRIS P2
Nr3ec2-202 | ENSMUSTOO0000109911.7 | 3B04 | BE7aa Protein coding 2 D37473 T5L:5 GENCODE basic
Nr3c2-201 | ENSMUSTOO0000034031.5 | 2955 | SB4aa Protein coding - ESQEME | TSL:5 GENCCDE basic APPRIS ALT 2
Nr3c2-206 | ENSMUSTOO00001288621 | 612 128aa FProtein coding 5 D3ZTF2 CDSs 3'incomplete TSL:2
Nr3c2-207 | ENSMUSTOO000D01432841 | 270 47aa Protein coding f D3Z7J4 CDs 3'incomplete TSLS
Nr3c2-208 ENSMUSTOO00014B106.7 | 31B0| ES9Baa Monsense mediated decay 2 DERILA T5L5
Nr3c2-205 | ENSMUSTO0DO01266597.1 | 350 | No protein Frocessed transcript - - T'sL:2

The strategy is based on the design of Nr3c2-203 transcript,The transcription is shown below

342.72 kb

Nr3c2-203 >
praotein coding
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Genomic location distribution &8 RX 75
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Protein domain RIS

GemPharmatech
ENSMUSPO0O0OO0105.. .
MobiDB lite — g
Low complexity (Seq)
hmmpanther. PTHF F2

E g |
Superfamily domains S5F57716 PRICIEar T rrane receptor- llce domain sup;amih,

SMART domains

............................... Zinc finger nuclear hormaone receptor-type

Muclear hormone receptor, ligand-binding d
Prints domain mu:lear hormone receptor-type
Pfam_domain, mm:lear hormone receptor-type

NuCIEar normone receptar; igang. pinding do
PROSITE profiles Muclear hormone receptor, ligand-binding domain

m:lear hormone receptor-type

PROSITE patterns _'_ ger nuclear hormone receptor-type
Gene3D o rrner T T,

Al sequence SNPsf... Sequenge vanants (EIIJSNF' and!all other sources)

i | il | | | | 111 | 1 11l |
Variant Legend
missense variant [ synonymous variant
Scale bar o 100 200 300 300 500 &00 700 BOD 980

BEEREER GemPharmatech Co., Ltd. 025-5826 5929



Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview ﬂ
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a targeted null mutation exhibit weight loss and symptoms of

pseudohypoaldosteronism, and eventually die at around day 10 after birth from renal salt wasting and dehydration.
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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